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Preparation , characterization of biosynthesized silver nanoparticles and
study their effect on Helicobacter pylori

Bushra Shihab Hamad Randa Mohammad Dhahi
Department of Biology/ Education College/ Al-lragia University
ABSTRACT

The study aims at investigating the activity of the silver nanoparticles
prepared out of the aqueous extract of Red Cabbage plant against the
Helicobacter pylori after isolating and characterizing it by Polymerase chain
Reaction with the gene 16srRNA.Six strains of H.pylori are sent to Microgen
Company in Korea to make sure that these strains agree with the world strains
or not. The ratio of agreement of the gene 16srRNA records 99%.The influence
of the silver nanoparticles is studied by using Microtiter plate ,The results
show that minimum concentration which inhibits the H.pylori is 0.5 mM ,and
the maximum ratio of inhibition of the nanoparticles is 88.6% and minimum
ratio of inhibition is 81.8%.

Keywords: Helcobacter pylori, silver nanoparticles, Polymerase chain
Reaction, antimicrobial activity, Red cabbage.
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No. of cycle | Time | Tm (°C) Phase No.
Tcycle 5min. | 95°C Initial Denaturation | -1
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Imin | 72°C Extension-1 -4
Tcycle 7min. | 72°C Extension -2 -5
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